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Studies of recombination in fungi
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Abstract

At gene targeting in Neuroapora, the deficient strains of non-homologous end joining, a mechanism for
repair of DNA double strand break, induce amazing high efficiency. We had found this technique and gotten a
patent concerning it. We had already checked disrupted strains of genes encoding KU70, KU80, or LIG4
homologues, respectively. In this study, we have newly checked disrupted strains of genes encoding XRCC or
XLF homologues, respectively. As these results, it was appeared that a mus-53 strain, in which LIG4 homologue
was disrupted, is most effective one for gene targeting. We also start to examine characters of random insertion of

DNA fragments injected into cells in Neurospora.
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