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Identification of responsible gene for epibranchial ganglia-deficient mutant, nep

TR BN PERERS, FOmyEa, B SR FEGE T, ) REER ST Bok R,
[ A=
Masataka Nikaido' 2*, Atsushi Sato**, Hironori Wada4, Hideomi Tanaka® 4, Yuko Nishiwaki’ ,

Atsushi Kawakami® ° , Ichiro Masai>° and Hitoshi Okamoto®*

VB E R LA SR
Graduate School of Science and Engineering, Saitama University
PR EEANR A  RIE A B ERT JEHEE
CREST, Japan Science and Technology Agency
CHOLTRIRY: NA =7 RS
School of Bionics, Tokyo University of Technology
EAESA ST R SRR B SR o X — BAEEIE T
Laboratory for Developmental Gene Regulation, RIKEN Brain Science Institute
CPULZANIIEAT « BOFMSZ FE I = b
Masai Initiative Research Unit, RIKEN
SRR KRR A B SR TER AR SRR

Department of Biological Science, Graduate School of Sciences, University of Tokyo

Abstract
In vertebrates, epibranchial ganglia have pivotal roles for maintenance of the inner environment. In our past study,
we identified one line of mutant, named non-epibranchial (nep), which lack all epibranchial ganglia at two days after
fertilization with earlier molecular markers relatively unaffected. This suggests that responsible gene, nep, disrupted
in this mutant is required for later differentiation or survival of these ganglia. Increasing cell death around branchial
region after formation of the ganglia in nep homozygous mutant embryo also supports this idea. Currently, we
identified a strong candidate of nep gene on the linkage group 20 (LG20) and are examining its function during

epibranchial ganglia development.
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