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Effect of montmorillonite on soil microbes and water quality in rice field
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Abstract

Montmorillonite is successfully used as a soil improvement agent in paddy field and vegetables/fruits
field by Ishizaki Shoten. We are investigating the effectiveness and the basal mechanism of its beneficial
effect. This article reports the preliminary analysis of comparing the microbial (bacteria and archaea) flora
of the soils of the montmorillonate-amended rice field and control field.
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Fig. 1 Archaeal Tree
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Fig. 2 Bacterial Tree
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